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fTl STANFORD UNIVERSITY 

fcH HIV DRUG RESISTANCE DATABASE 

A atratctt public database designed to represent, store, and analyze the divergent farms uf data underlying HIVdrug resistance. 



HOWIE GENOTYPE-RX GENOTYPE-PHENO GEMOTYPE-CLINfCAL HIVd& PROGRAM 

Detailed Protease Phenotype Query 



Mutations V11I 
Drugs APV 
Assay ANY 
WithNoOtherMajorMuts No 



References 

Isolates 

Results 



8 

16 

16 



APV 



blue: seqs with no *major muts 



.- ll** ++4 ♦ ** *♦ t t * * * t 

—r~\ — - i — i — i-i-in irj~ —ri-^i—ri-i in \ ~ -i— n rmt | » — i- 

<o..i ■ "" ■ i : --' : ;M ioo 

fold resistance 
( n= 16:. Ql= 9.5, M= 25.5, Q3= 57 ) 



Drug susceptibility results of sequences matching input query are shown in the table below. Literature 
references are indicated, as well as the isolate name and type and a list of major, minor and other mutations. 
The fold resistance to the indicated antiretroviral drug is indicated in the last column of the table. Data is also 
summarized above in graphical format. Blue bars indicate the range of resistance of those sequences with no 
'*major drug resistance mutations (mutations at position 8,24,30,32,46,47,48,50,53,54,73,82,84,88,90) and red 
bars indicate the fold resistance of sequences matching the input query. The total number of sequences(n), the 
median fold resistance(m), as well as the first(Q1) and third quartile(Q3) are indicated. 
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Author (yr) 



Yoshimura 



,(1999) 



Type 



Clinical 



Isolates 



Yoshi-4 



Major 



Minor 



M46L, V82A, 
L90M 



IL10I, L63P, A71T \ 



Other 

viuT 



T12E, 
115V, 
L19I, 
! R41K 



Colonno 


i Clinical 


RC- 


;L24I, I54V, G73X, 


L10I, M36I, L63P, 


(2000) 


IV024926 

i 
I 


;I84V 


A71V 






RC- 


;L24I, I54V, I84V 


L10I, M36I,~L63P, 




I 


V024940 




A71V 


Falloon 


{Clinical 


JF09-9W 


IM46L, V82A, 


;L10I, L63P, A71T 


(2000) 






IL90M 





A22Z, 
E35D, 
I62V, 
I66V 

Cvni7 

TA22Z, 
IE35D, 
I62V 



T12E. 



Method 


Drug 


Fold 


Mitsuya- 


APV 


31.0 


PBMC 






Virco 


APV 


i 

>26\0 ' 


Virco 

! , 


APV 


— — i 


Mitsuya- 


APV 


17.0 


PBMC 
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115V, 
L19I, 
R41K - 








1 Parkin 
1(2000) 

i 

| . 

i 

i 

L 


Clinical 


SD-16_4 


V82F 


L10I, L63T, V77I 


V11I, 

113V, 

G16E, 

E35D, 

No7o, 

I64V, 

C67Y 


Virologic 


APV 


3.4 


:Colonno 
i(2004) 


Clinical 


RC-007- 
027-44421 


D30N 


L63P, I93L 


V11I, 
115V, 

\J IDA, 

K43R, 
H69K 


Virologic 


APV i0.5 

i 
1 


,Murphy M 
!(2004) 

• 


Clinical 


MDM22post 


M46I, I54M, I84V, 
L90M 


L10F, K20I, M36I, "" 
L63P, A71I, I93L 


V11I, " 
E35D, 
K41 K, 
162V, 
185V 


Virologic 


APV 


48.0 


Rhee 
.(20Q5) 

j 


Clinical 


CA48195 


I54L, G73S, I84V, 
L90M 


L10I, K20I, M36IM, 
L63P, A71V 


V11I, 

115V, 

L19P, 

N37D, 

K43T, 

R57KR, 

I62V, 

P79S 


Virologic 


APV 


11.0 


•Rhee 
1(2006) 

i 
i 

1 
i 


Clinical 

i 

i 


CA060003 


V32I, M46I, F53L, 
I54M, V82A, I84V, 
L90M 

[ 

! 

i 
f 


L10I, K20R, L33F, 
M36I, L63P, A71L, 
T74P 

i 


V11I, 

113V, 

115V, 

E35D, 

N37D, 

K43T, 

R57K, 

- UDUC, 

K70E, 
«L89V 


Virologic 


APV 

i 


300.0 

] 

! 



CA63795 



CA63815 



CA63849 



V32I, I54L, I84V, 
L90M 



I54V, G73S, V82A, 
L90M 



L10F, K20T, L33F, 
M36I, L63P, A71V, 
V77IV 



IV11I, 
113V, 
I15VI, 
E35D, 
R41K, 
Q58E, 
D60E, 
I62V, 
P79H, 
L89V 



L10I, K20I, M36I, 
L63P, A71V 



Virologic 



I54L, G73S, I84V, L10I, K20V, L63P, 
L90M :A71V, V77IV 



V11I, Virologic 
K14R, 
115V, 
L19PL, 
E35N, 
R57K, 
Q58E, 
I62V, I 
]72LI_ ' 

■V1lT, "Ivirologic 
I13A, 
K14IKM, 
L19PL, 
A22VA, 




I APV 33.0 
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fTl STANFORD UNIVERSITY 

\B HIV DRUG RESISTANCE DATABASE 

A at rated public database designed to represent, store, and analyze the divergent forms of data underlying HIV drug resistance 



HOME GENOTYPE-RX GENQTYPE-PHENO GENOTYPE-CLINICAL HIVdb PROGRAM 

Detailed Protease Phenotype Query 



Mutations L33F 
Drugs APV 
Assay ANY 
WithNoOtherMajorMuts No 



References 

Isolates 

Results 



25 
98 
99 



APV 



blue: seqs with no *major muts 



T - "i""i-i-rnrj—r. — i - iti i i mj- — i — i — n | 

>1000 



j, 1-7 — i — 

<0.1 ' " 1; /' 10; 100 
fold resistance 



,(■ n= 97,: Ql= 5.1, 11= 15.0, Q3= 32.5 ) 



Drug susceptibility results of sequences matching input query are shown in the table below. Literature 
references are indicated, as well as the isolate name and type and a list of major, minor and other mutations. 
The fold resistance to the indicated antiretroviral drug is indicated in the last column of the table. Data is also 
summarized above in graphical format. Blue bars indicate the range of resistance of those sequences with no 
*major drug resistance mutations (mutations at position 8,24,30,32,46,47,48,50,53,54,73,82,84,88,90) and red 
bars indicate the fold resistance of sequences matching the input query. The total number of sequences(n), the 
median fold resistance(m), as well as the first(Q1) and third quartile(Q3) are indicated. 
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Author (yr) 


Type 


Isolates 


Major 


Minor 


Other 


Method 


Drug 


Fold 


Yoshimura 
(1999) 


Clinical 


Yoshi-7 


L24I, M46L, 
I54V, G73S, 
V82A 


L10lfL33Fij 
M36|Vl63P, 
A71V 


E35D, 
N37S, 
R57K, 
I62V 


Mitsuya- 
PBMC 


APV 


32.0 


t Colonno 
I (20Q0) 

i 


Clinical 

- 


RC-9540.5 |L90M IL10I. L33F,/ 
; M36L ' 


N37Z, Virologic 

I62V, 

I64V, 

N83Z 


APV 2.0 

■ 


RC-V213888 


M46X, I50V 


L10F, L33F, 
L63A, T74S, 
V77I 


113 V, 
L89M 


Virco 


APV 


14.0 




RC-V2 18984 


I54M, G73C, 
L90M 


L33F, L63P, 
V77I, I93L 


T12Z, 
L19X, 
Q58E, 
D60E, 
L89M 


Virco 


APV 


31.0 








i 
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Gonq (2000) 



Brun ( 2001 ) 



i Gonzales 
i(2Q01) 

i 

i 



; Kempf 



P arkin 
( 2001 ) 



iBeerenwinkel 



Lab 



Clinical 



Clinical 



YG-RF6-3 



SB-PtC-w48 



CA10834 



Clinical DK-2715 



Clinical 



DK-7984 



NP 13 



NP_14 
NP 5 



V32I, M46I, 
I84V, N88S 



M46I, I54V, 
N88G, L90M 



L33F, A71V 



L10I, L33F, 
L63P, A71L, 
V77I, I93L 



113V, 

G16A, 

Q18H, 

N37D, 

Q61H, 

II72T, 

iL76V 



Gong-00 



APV 



Virologic 



D30N, N88D, !L10F, L33F, T12Q, 
L90M iM36l, L63P, 115V, 

;I93L ! E35D, 
N37DN, 
R41K, 
Q58E, 
I62V, 
I64V 



Virologic 



M46LM, 1 54V, 
G73TS, 
V82A, N88S, 
L90M 



I54L, G73S, 
I84V, L90M 



D30N, M46I, 
I54L, N88D, 
L90M 



D30N, N88D, 
L90M 



L10l,l 
L63P, A71V, 
V77I 



L10IL,1liiFf 
L63PU A71V, 
V77I, I93L 



L10F, K20T, 
L33F, M36I, 
L63P, A71V, 
V77I 



113V, 
K55RK, 
Q58E, 
I62VI 



113V, 
L19I, 
H69Y 



Virologic 



Virologic 



Virologic 



APV 



9.0 



2.9 



APV !9.8 



APV 



APV 



APV 



2.0 



29.0 



28.0 



L33F, L63P, 
A71T 



Clinical 464-LAW 



;D30N,I54L, L10F, L33F, 
;N88D, L90M L63P.A71V, 
V77I 

il_24X, " iLIoCSfS T12X,~ 

ID30ED, M46l,iL63P, A71X, il15G, 



'Virologic 
Virologic 

i 

^GermanNRC 

I 



I50MI, I54F, 
G73T, I84V, 
L90M 



V77I, I93V 



6420-BOG 



R8G, G48V, 



Q18K, 

L19X, 

A22V, 

D25E, 

A28X, 

L38X, 

P39R, 

K55R, 

I62V, 

I66M, 

I72M, 

P79X, 

N83KN, 

L89X 



I15R, 



L10I, L33FL, 
I54X, V82S, :L63P,A71I, !N37S, 
I84V |V77I ID60E, 

I62V 



GermanNRC 




:7056-KNU 


G73S, L90M K20I, L33FL, 


115V, 


GermanNRC 


APV 


3.0 




M36I, L63P, 


Q18X, 






A71T 


L19X, 








L23R, 




i ; 




K43T, 






;Y59X, j 






• ! • 




i 
1 


Q61X, 








i 






I62V, 








i 

i 




i 


I72V 
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i ! 


7067-BUR !R8D, I50M, ! 


L10S, L33F, 


P9L, 


GermanNRC 


APV 


29.0 








I54V, V82S, 


M36X, L63P, 


113V, 














L90M 


A71V, T74S, 


I15G, 








i 








I93MI 


A22X, 


















L23X, 






i 


i 










W42X, 








I 










Q58E, 








i 










Q61K, 








i 










I62V, 








! 










P7QX 








1 






















924-KOL 


D30N, M46L, 


K20R, L33F, 


I13X, 


GermanNRC 


APV 


25.0 | 


[ 






I84V, N88D, 


M36I, L63P 


K14X, 






i 


1 






L90M 




E35D, 
















N37E 






. . ._ .. 


iMaguire 


Clinical 


SW32514 


I54L 


L33F, L63P, 


L23VL, 


Virco lAPV 


7.6 • 


(2002) 






A71V, V77I, 


N37H, 








; 




I93L 


Y59Q*HY, 


















D60YD, 






'; 












I62V 






i — « — _ „ — 


Lab 


MM-L15 

1 V 1 1 V 1 L_ I \J 


I54L 


L33F 




Virco 


APV 


2.4 






MM-L22 


I54L 


L10I, L33F 




Virco 


APV 


4.4 






MM-L23 


I50V 


L33F 




Virco 


APV 


4.4 


r i 

L 


MM-L27 


154M 


L10I, L33F 




Virco 


APV 


6.5 






MM-L4 


154V 


L33F 





Virco 


A D\/ 
Mr V 


0.8 






MM-L5 




L10I, L33F 




Virco 


APV 


0.9 


r 




MM-L6 


154V 


L10I, L33F 




Virco 


APV 


0.9 






MM-L9 




L33F 




Virco 


APV 


1 4 


iMargot 


Clinical 


MM-2145367341 


154V, V82T, 


L10V, K20R, 


113V, 


Virco 


A D\/ 

Ar V 


2.5 


|(2002) 






184V, L90M 


L33F, M36I, 


K14R, 














L63P, A71V 


I62V, 








i 










I64M, 


















I66F 












MM-2292365151 


M46L, 154V, !l_10FV, 


115V, 




Virco 


APV 


V; J 

5.3 








V82A, L90M 


L33FL, M36I, 


E35D, 
















L63P, A71V, 


K43T, 






i 
1 










I93L 


I62VI, 






! 












I72V 


----- 










MM-2867366081 


M46U I54V, 


-L33F, V77\~~ 


113 V, _ 


.Virco 


APW 
r\r V 


7.3 






iV82A, L90M 




•L19V, 








t 










N37D, 








i 










I64L 












MM-3355365931 


I54V, V82A, 


L10I, K20R, 


E35D, 


Virco 


APV 


0.8 


i 






L90M 


L33F, M36I, 


N37D, 
















L63A, A71V, 


R41K, 








i 






I93L 


D60E, 


















I62V 












MM-3978368451 


M46L, I54L, 


L10I, L33FL, 


I15VI, 


Virco 


APV 


51.6 








V82A, L90M 


L63P, A71V 


Q58E, 


















I62V 








I 




MM-401 4366681 


V32I 


L33FL, 


T12S, 


Virco 


APV 


2.6 










M36LM, 


115V, 








i 

1 








L63P, A71V 


L19IL 








i 




MM-4108368501 


D30N, N88D 


L10F, L33F, 


E35D, 


Virco 


APV 


2.7 










M36L, L63Q 


N37C, 


! 
















R41K, 












■ 






R57K, 


i 


! 












D60E, 








i 

i 


I 






I62V, 




1 
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rri STANFORD UNIVERSITY 

HI HIV DRUG RESISTANCE DATABASE 

A eurated public database designed to represent, store, ami analyze the divergent farms vf data underlying HfVdntg resistance 



HOME GENOTYPE-RX GENOTYPE-PHENO GENOTYPE-CLINICAL KlVdb PROGRAM 



Detailed Protease Phenotype Query 

Mutations E34Q References 5 

Drugs APV Isolates 10 

Assay ANY Results 11 

WithNoOtherMajorMuts No 



APV 
♦ l 










blue: seqs with no *major muts 














<0 .1 ' ' 

• < re 




l \ . io; :\ ; ioo >iooo 
fold resistance t . i: 
11: Ql= : 6 .1> .M='M5 .0", Q3=H32;0 ) ' , : 



Drug susceptibility results of sequences matching input query are shown in the table below. Literature 
references are indicated, as well as the isolate name and type and a list of major, minor and other mutations. 
The fold resistance to the indicated antiretroviral drug is indicated in the last column of the table. Data is also 
summarized above in graphical format. Blue bars indicate the range of resistance of those sequences with no 
'major drug resistance mutations (mutations at position 8,24,30,32,46,47,48,50,53,54,73,82,84,88,90) and red 
bars indicate the fold resistance of sequences matching the input query. The total number of sequences(n), the 
median fold resistance(m), as well as the first(Q1) and third quartile(Q3) are indicated. 
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Author 

.M r l... 


Type | Isolates 


Major 


Minor 


Other 


Method 


Drug 


Fold 


Gonzales 
(2001) 

1 


Clinical 


CA35548 


V32I, F53L, I54V, 
V82S, L90M 


L10I, L33M, L63Ej ( 
A71V 


E34Q,] 

"N37H7 

Q61E, 

I64V, 

E65D 


Virologic 


APV 


4.2 


Kagan 
(2003) 


Clinical 


164917 


V32I, I47A, L90M 


L10F, K20T, L63H, 
A71T, V77I, I93L 


T12P, 

K14R, 

115V, 

G16E, 

E34Q, 

I62V 


Virco 


APV 


13.3 


!Mo 
'(2005) 


Clinical 


9124_d1 


G48V, I54S, 
V82A 


L10I, L63P, A71V, 
T74S, V77I, I93L 


E34Q, 

I62V, 

I72V 


Virologic 


APV 


6.1 


r 


9124_d339 iM46MIV, G48V, L10I, L33LF, L63P, E34Q, Virologic 


APV '15.0 
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rri STANPORD UNIVERSITY 

m HIV DRUG RESISTANCE DATABASE 

A at rated public database designed to represent, store, and analyze the divergent forms of data underlying HIV drug resistance. 



HOME GENOTYPE-RX GENOTYPE-PHENO GENOTYPE-CLINICAL HWtih PROGRAM 

Detailed Protease Phenotype Query 



Mutations K43T 
Drugs APV 
Assay ANY 
WithNoOtherMajorMuts No 



References 

Isolates 

Results 



14 

36 
37 



APV 



blue: seqs with no *major routs 



<o'.i 



1 



C n= 37: 



i- i-i-i-rrii | 



10 

fold resistance 
Ql= 3.6^(1= 13.0, 



i tin if |- 



100 



Q3= 32.5 ) 



>1000 



Drug susceptibility results of sequences matching input query are shown in the table below. Literature 
references are indicated, as well as the isolate name and type and a list of major, minor and other mutations. 
The fold resistance to the indicated antiretroviral drug is indicated in the last column of the table. Data is also 
summarized above in graphical format. Blue bars indicate the range of resistance of those sequences with no 
*major drug resistance mutations (mutations at position 8,24,30,32,46,47,48,50,53,54,73,82,84,88,90) and red 
bars indicate the fold resistance of sequences matching the input query. The total number of sequences(n), the 
median fold resistance(m), as Well as the first(Q1) and third quartile(Q3) are indicated. 
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Author (yr) 



| Palmer 



Type 

Clinical 



Isolates 

CA5076 



^ Major 

M46LJ54V, 
V82A, I84V, 
L90M 



j Minor 

IL10I, M36V," 
|L63P, A71V 



r 



Yoshimura [clinical Voshi-5 " ""iM46LJ54Vr fnoi, L63P, 



(1999) 
Parkin 



V82A, L90M 



IA71V 



• Shulman 
'(2000) 



Kempf 



Clinical SD-12_36 L24I, M46I, I54V, ;L10I, L63P 
IV82A | 



Clinical 



Clinical 



CA10011 



DK-3025 



G48V, I54V, 
V82A, I84V 



I54V, V82A, 
L90M 



Other ! Method 

E35D, ,Palmer-99 
K43T, , 
D60E, 
I62V 



K43T, 
Q92K 



Mitsuya- 
PBMC 



IK43T, jVirologic 
K55R, j 
I64V 



L10I, L63P, 
A71V, V77I, I93L 



L10V, K20R, 
M36I, L63P, I93L 



G17E, 
N37D, 
K43T, 
C67S 



E35D, 
K43T, 
I62V, 



Virologic 



Virologic 



Drug 

APV 


Fold ! 
14.0 


APV 


22.0 


APV 


7.6 


APV 


2.3 


APV 


3.1 
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I64V 






. ! 


I 

1 




DK-815 


F53L, I54V, 
V82A, L90M 


L10I, K20R, 
M36I, L63P, 
A71V 


E35D, 
R41KR, 
K43T, 
I62V 


Virologic 


APV" 


4.0 


Beerenwinkel 
[(2002) 


Clinical 


5180-WIR 


L24X, V32I, M46I, 
147V, V82A 


1101, L63P, 
A71T, I93L 


K43T7 
I72X 


GermanNRC 


AP\T 


46~0 


• 




7056-KNU 


G73S, L90M 


K20I, L33FL, 
M36I, L63P, 
A71T 


115V, 

Q18X, 

L19X, 

L23R, 

K43T, 

Y59X, 

Q61X, 

I62V, 

I72V 


GermanNRC 


APV 


3.0 


Margot 
(2002) 


Clinical 


MM- 

2067368051 


M46L, G48V, 
154V, V82T, 184V 


L10I, L63P, 
A71V 


K43T, 
R57K 


Virco 


APV 


2.3 


! 

| , 




MM- 

2292365151 


M46L, 154V, 
V82A, L90M 


L10FV, L33FL, 
M36I, L63P, 
A71V, I93L 


115V, 

E35D, 

K43T, 

I62VI, 

172V 


Virco 


APV 


5.3 


1 , 




MM- 

4133366691 


M46I, 154V, 
V82A 


tlOF. L63P, 
A71T 


113V, 
K43T 


Virco 


APV 


0.7 


i 




MM- 

5541368441 


V32I, M46L, I47V,:L10I, M36I, L63P, 
V82A A71T 


E35D, iVirco 
N37D, 
K43T, 
K55R , 


apV 




Monno 

t 
* 


Clinical 


ML_Pat62 


L90M 


M36I, L63P," 
A71TA, I93L 


K14R, 
E35D, 
K43TK, 
I62V 


Virco 


APV 


1.9 


t 

i 




ML_Patou 


M46I, I54V, 
V82T, L90M 


L10F, L63P, 
V77I, I93L 


K43TK, 

I64V, 

C95F 


Virco 


APV 


O A 

2.4 


Wu (2003) 


Clinical 


CA13203 


1 54V, V82F 


L10I, M36I, L63T, 


113V, 


Virologic 


APV 


13.0 


1 

i 

! 






V77I 


I15VI, 

E35D, 

N37S, 

K43T, 

D60E, 

I62V, 

I64V, 

I72V 






Mueller 


Clinical 


MLpat3_c 


M46I, I54V, 


L10V, L33F, 


113V, 


Virologic 


APV 


34.0 


(2004) 






V82A, I84V 

_. . . . 

L24I, M46I, I54V, 
V82A 


L63P 


N37DN, 
K43T, 
L76V, 
L89M . 










- - - 
MLpat8_b 


L10I, L63P, 
A71V, I93L 


T12Q, 

L19I, 

K43T, 

Q61R, 

L76V 


Virologic 


APV 


6.7"; 






MLpat8_c 


L24I, M46I, I54V, 
V82A 


L10I, L63P, 
A71V, I93L 


T12Q, 

LT9I, 

K43T, 

Q61R, 

I62V, 

L76V 


Virologic 


APV 


21.0 
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Detailed Protease Phenotype Query 



Mutations G48M 
Drugs APV 
Assay ANY 
WithNoOtherMajorMuts No 



References 

Isolates 

Results 



3 
3 
3 



APV 



blue: seqs with no *rnajor routs 



■«— .|r- 1 — i— in m-p- 

<0.1 . .-• Vlv 



r — i— rriTiij:-; — i — i— i-in-i t» | 1 — r rriui | 

h .10, ioo '. >1000 

fold resistance 



( .n= 3: Ql=-3.0, H-:11.0, Q3- .14.0 ) 



Drug susceptibility results of sequences matching input query are shown in the table below. Literature 
references are indicated, as well as the isolate name and type and a list of major, minor and other mutations. 
The fold resistance to the indicated antiretroviral drug is indicated in the last column of the table. Data is also 
summarized above in graphical format. Blue bars indicate the range of resistance of those sequences with no 
"major drug resistance mutations (mutations at position 8,24,30,32,46,47,48,50,53,54,73,82,84,88,90) and red 
bars indicate the fold resistance of sequences matching the input query. The total number of sequences(n), the 
median fold resistance(m), as well as the first(Q1) and third quartile(Q3) are indicated. 
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Author (yr) T Type f Isolates 



! Beerenw inkel 



Major 

Clinical !2157-PAU(lG4^>F53L l 
"B2ATL90M 



Minor 

L10CL63T, A71V," 
T74A, V77I, I93L 



Other 

R4"1K, " 
I72V 



Method 

GermanNRC 



Drug 

APV 



Fold 



3.0 



'Sevigny Lab 
(2003) 

Rhee (2006) 



IV2031 G48M. I54V, V82A, L10I, L63P, A71I, 
I 'L90M _ JV77I 

Clinical CA060002" 'G48M. I54S, V82T "|L1oi, K20R, L33F, 

|L63P, T74S, V77I 



Virologic 



113V, 

E34N, 

E35D, 

N37D, 

K43T, 

Q61E, 

I62V, 

I64V 



iVirologic 



APV 



11.0 



APV 



14.0 



The Team 



The Data 
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A citratcd public database designed to represent, store, and analyze the divergent forms of data underlying HIV drug resistance 
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Detailed Protease Phenotype Query 



Mutations I54A 
Drugs APV 
Assay ANY 
WithNoOtherMajorMuts No 



References 

Isolates 

Results 



6 

11 

11 



APV 



blue: seqs with no *major routs 



™i — «— nr« • »» \~ 1 — i— n-i t it | 1-7-1— i-i-n u |- — 

,! lo . loo :>iooo 



<o.i ' i 

fold- resistance 



Drug susceptibility results of sequences matching input query are shown in the table below. Literature 
references are indicated, as well as the isolate name and type and a list of major, minor and other mutations. 
The fold resistance to the indicated antiretroviral drug is indicated in the last column of the table. Data is also 
summarized above in graphical format. Blue bars indicate the range of resistance of those sequences with no 
*major drug resistance mutations (mutations at position 8,24,30,32,46,47,48,50,53,54,73,82,84,88,90) and red 
bars indicate the fold resistance of sequences matching the input query. The total number of sequences(n), the 
median fold resistance(m), as well as the first(Q1) and third quartile(Q3) are indicated. 
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Author (yr) 
iBeerenwinkel 


Type 


Isolates 


Major 


Minor 


Other 


Method_ 
GermanNRC 


Drug] Fold 

APV ]3.0 


Clinical 

• 


2547-HEG 


L24X.G48V, 
154AA/82A 


L33X, M36X, 
L63P, A71I, I93M 


K14Q, 

115V, 

E21DE, 

A22V, 

L23F, 

T31X, 

N37D, 

K43R, 

R57K, 

Q58E, 

I62V, 

H69K 


I (2002) 

i 

i 
» 


• 


i 

i 

i 


i 




292-MAT 


G48V, I54A, 
V82A, L90M 


L10I, L63P, 
A71V, V77I, I93L 


I62V, 
N83KN 


GermanNRC 


APV 


9.0 


llVlargot 
,(2002) 


Clinical 


MM- 

2285366851 


G48V, I54A, 
V82A 


L10I, V77I 


T12P, 
K14R, 
I62V, 


Virco 


APV 


1.4 
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Detailed Protease Phenotype Query 



Mutations I54T 
Drugs APV 
Assay ANY 
WithNoOtherMajorMuts No 



References 

Isolates 

Results 



7 

10 
10 



APV 



blue: seqs with no *major muts 



— j - i i i~t*'i in 
<0.1 1 



Ti—i-rriTii j- 1 — t— i-i-n ii | i-t-i'i ii | 

; io \ 1 ' loo >iooo 



fold resistance 
( n= 10 : ; Ql= 4.9, t1= 8.5, Q3= 9.0 ) 



Drug susceptibility results of sequences matching input query are shown in the table below. Literature 
references are indicated, as well as the isolate name and type and a list of major, minor and other mutations. 
The fold resistance to the indicated antiretroviral drug is indicated in the last column of the table. Data is also 
summarized above in graphical format. Blue bars indicate the range of resistance of those sequences with no 
*major drug resistance mutations (mutations at position 8,24,30,32,46,47,48,50,53,54,73,82,84,88,90) and red 
bars indicate the fold resistance of sequences matching the input query. The total number of sequences(n), the 
median fold resistance(m), as well as the first(Q1) and third quartile(Q3) are indicated. 
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r Author 

(yr) 


Type 


Isolates 


Major 


Minor 


Other 


Method 


Drug 


Fold 


(Palmer 

;(1999) 


Clinical 




HMDR3- 
197C 


G48Mri54T)V82A 


L10I, L63Q, A71V, 
T74A, V77I, I93L 


G16A, 
R41K, 
Q61H, 
I62V 


Palmer-99 


APV 


9.0 



.Shulman Clinical ;CA10670 

i"(2Q0Q). i I 



M46I, G48V, I54T, L10I, K20R, M36I, L23F, 
V82A IL63P, A71V, V77I, E35D, 

!l93L N37D, 
I62V, 



Virologic 



APV 8.3 



Kempf 'Clinical 
(2001) 1 


DK-8805 


M46L, 048^^154^ 

V82A v — y 


L10I, L63P, A71L, 
V77I, I93L 


_ _ _ 

R41K, 
I72TI 


Virologic 


APV 


6.8 


- - — 1 

Monno Clinical 
(2003) 


ML_Pat55 


G48V, I54T, V82A 


L10I, L63A, A71V 

• 


L19I, 
I62V, 
C67E, 
H69R, 


Virco 


APV 


1.4 
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fTI STANFORD UNIVERSITY 

Wi HIV DRUG RESISTANCE DATABASE 

A cimded public database designed Uf represent f store, and an 



HOME GENOTYPE-RX GENOTYPE-PMENO GENOTYPE-CLINICAL HlWcJb PROGRAM 

Detailed Protease Phenotype Query 

Mutations Q58E References 17 

Drugs APV Isolates 63 

Assay ANY Results 63 

WithNoOtherMajorMuts No 



APV 



blue: seqs with no *major muts 



+ I 111 1 1 unt lt*hu X 

, — ^ | _^ 1 _ ) - |r( M . , , — ir-i"|-i;rii'| — ; — i-i-rrii |— J — — 

<o.i : i: 7 10 lop ' .>1000 

, [ t fol r d resistance. _ 
. ( h=^iSl: QlK^3> 8:0^ Q3= 20' -X 



Drug susceptibility results of sequences matching input query are shown in the table below. Literature 
references are indicated, as well as the isolate name and type and a list of major, minor and other mutations. 
The fold resistance to the indicated antiretroviral drug is indicated in the last column of the table. Data is also 
summarized above in graphical format. Blue bars indicate the range of resistance of those sequences with no 
*major drug resistance mutations (mutations at position 8,24,30,32,46,47,48,50,53,54,73,82,84,88,90) and red 
bars indicate the fold resistance of sequences matching the input query. The total number of sequences(n), the 
median fold resistance(m), as well as the first(Q1) and third quartile(Q3) are indicated. 
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- 

Author (yr) 


Type 


Isolates 


- 

Major 


Minor 


Other 


Method 


Drug 


Fold 


jCondra 


Clinical 


ptKW60 


M46I, 154V, 


L10I, L63P, 


Q58E, 


Condra-96 


APV 


>8.0 


(1996) 




V82F, L90M 


V77I, I93L 


I64V 








Colonno 


Clinical 


RC-1 080.1 


154V, V82T, 


L10I, K20I, L33I, 


113V, 


Virologic 


APV 


3.0 


,(2000) 






L90M 


M36I, L63P, 


E35D, 














A71V 


Q58E, 


















I66V 












RC-V020853 


V32I, M46L, 


L10I, L63P, 


Q58E, 


Virco 


APV 


7.0 








V82A, L90M 


A71V 


I62V, 


















L89M 








r 




RC-V028427 


V32I, M46I, 


Lioi,~L33"M7~ 


E35D, 


Virco 


APV 


~29To"~ 


. 

V 






184 V 


L63P, A71V 


R57K, 


















Q58E, 








i 








iK70R, 


















I72X, 


















L89M 


: _ ... i , 






RC-V218984 1 


I54M, G73C," 


L33F, L63P," " 


T12Z, 


Virco APV 


31.0 
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! 






L90M 


V77I, I93L 


L19X, 

rtror 

Uoob, 
D60E, 
L89M 








Parkin 
(2000) 


Clinical 


SD-19_4 


L24I, M46L, 
154V, V82A 


L10I, L63P, 

A~7A \ I 

A71V 


115V, 
E35D, 
Q58E, 
Q92K 


Virologic 


APV 


10.2 






SD-1J1 


154V, V82T 


L10I.K20I, « 
M36I, L63P, 

A "7 A \ 1 

A71V 


113V, 

E35D, 

N37D, 

Q58E, 

I66F 


Virologic 


APV 


1.2 


Shulman 

"(2000) 


Clinical 


CA4371 


G735, L90M 


L10I, K20I, 
M36I, L63P 

L10F,'L33F, 
M36I, L63P, 
I93L 


115V, 

Q58E, 

I62V 

T12Q, 

115V, 

E35D, 

N37DN, 

K41K, 

Q58E, 

I62V, I64V 


Virologic 
Virologic 


APV 

■ 

APV 


O. I 

f 

: -j 


[Gonzales 
(2001) 


Clinical 


CA10834 


D30N, N88D, 
L90M 

• 


9.8 ! 

i 


i Kempf 
"(2001) 


Clinical 


HI/ A A A c 

DK-1115 


M46I, G73T, 
V82A, L90M 


LI 01, L63P, 
I93L 


Q58E, 
Q61N, 
I64V 


Virologic 


A D\ / 

ArV 


( .u 


I 

I 
i 
J 




DK-125 


M46I, 154V, 
V82F, L90M 


L10I, L63PL, 
V77I, I93L 


Q58E, 
D60ED, 

|CO\ /I 

IbiiVI, 
I64V, 
I72MI 


Virologic 


APV 


17.0 






DK-2715 


M46LM, 154V, 
G73Tb, V82A, 
N88S, L90M 


L10I, L33F, 

1 COD A~7A\/ 

L63P, A71V, 
V77I 


113V, 
K55KK, 
Q58E, 
I62VI 


Virologic 


APV 


2.0 


I 

iBeerenwinkel 
!(2002) 

i 

I 

t 

i 
• 

! 


Clinical 


DK-7505 
1525-GEH 


M46L, 154V, 
V82A, L90M 

R8A, 154V, 
L90M. 


L10I, K20R, 
M36I, L63P, 
A71V 

L10X, K20X, 
M36V, L63P, 
A71V, V77I, 
I93L 


Q58E, 
I62V 

P9T, 

I13MI, 

A22X, 

L23X, 

D25X, 

E35DE, 

Q58E, 

Qolc, 

E65DE, 

172V 


Virologic 
GermanNRC. 


APV 
APV 


6.0 

4 0 i 

! 





166-BEC 


L24X, M46L, 
154V, V82A, 
L90M 


L10I, M36I, 
L63P, A71V, 
I93L 


K14X, 

L19X, 

L23X, 

K55R, 

Q58c, 

I62V, I72V, 

C95F 


GermanNRC 


APV 


19.0 






2547-HEG 


L24X, G48V, 
I54A, V82A 


L33X, M36X, 
L63P, A71I, 
lyoivi 

| 


K14Q, 
115V, 
t^n ut, 
A22V, 
L23F, 


GermanNRC 

i 

i 


APV 

j 


3.0 
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Detailed Protease Phenotype Query 

Mutations A71L References 5 

Drugs APV Isolates 8 

Assay ANY Results 8 

WithNoOtherMajorMuts No 




Drug susceptibility results of sequences matching input query are shown in the table below. Literature 
references are indicated, as well as the isolate name and type and a list of major, minor and other mutations. 
The fold resistance to the indicated antiretroviral drug is indicated in the last column of the table. Data is also 
summarized above in graphical format. Blue bars indicate the range of resistance of those sequences with no 
*major drug resistance mutations (mutations at position 8,24,30,32,46,47,48,50,53,54,73,82,84,88,90) and red 
bars indicate the fold resistance of sequences matching the input query. The total number of sequences(n), the 
median fold resistance(m), as well as the first(Q1) and third quartile(Q3) are indicated. 
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Author 

I (yD 


Type 


Isolates 


Major 


Minor 


Other 


Method 


Drug 


Fold 


Shulman 

i(2000) 

t 
• 

1 


Clinical 'CA10676 

i 

! 


M46I, G73S, V82T, 
I84V, L90M 


L10I, L63P, A71LV, 
V77I, I93L 


N37DN, 
R41K, 
K45RK, 
I85V 


Virologic 


APV 


2.3 


iBrun 
1(2001) 

i 

\ 

i 


Clinical 


SB-PtC- 
w48 


M46I, I54V, N88G, 
L90M 


L10I, L33F, L63P, 
A71L, V77I, I93L 


113V, 

G16A, 

Q18H, 

N37D, 

Q61H, 

I72T, 

L76V 


Virologic 


APV 


2.9 






SB-PtC- 
w71 


M46I, I54V, V82A, 
N88G, L90M 


L10I, L63P, A71L, 
V77I, I93L 


113V, 

G16A, 

Q18H, 

N37D, 

Q61H, 


Virologic 


APV 


6.6 
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I62V, 


i J 




i 






I79T 














L76V 






r 

Ksmpf 


Clinical 


DK-8805 


IVI'tOL, 0*40V, IO*t 1 , 


i mi i r^p A71 1 


r\*T 1 r\, 


v iroiogic 


nr V 


6.8 


(2001) 






V82A 


V77I, I93L 


I72TI 








Mr* 

lyLQ 


Clinical 


6359_d93 


IVI**OL, O*f0V, IO** 1 , 


| 101 1 R^P A71 1 
LIUI, LDOr, M ( I L, 


R41K 
rvH i r\, 


Virologic 


APV 


8.7 










\/77l IQ^I 
V / # I, iyoL 












|8362_d337 


M46I, 154V, N88G, 


L10I, L33F, L63P, 


113V, 


Virco 


APV 


2.8 




i 


L90M 


A71L, V77I, I93L 


G16GA, 










i 






Q18H, 










l 






N37D, 








• 








Q61H, 










I 






I79T 


















1 7fi\/ 












8362_d501 


M46I, 154V, V82AV, 


L10I, L33F, L63P, 


113V, 


Virco 


APV 


16.2 








N88G, L90M 


A71L, V77I, I93L 


G16A, 


















Q18H, 








I 










N37D, 


















Q61H, 


















/I 

I62VI, 








I 






" 




I79T 


j 




| 










1 7RW 






.Rhee 


— 

Clinical 


CA060003 


V32I, M46I, F53L, L10I, K20R, L33F, 


viu 


Virologic 


APV ! 300.0 


•(2006) 


1 


I54M, V82A, I84V, 


M36I, L63P, A71L, 


113V, 






L90M 


T74P 


115V, 






\ 


! 


• 




E35D, 


; 


J 


I 
I 








N37D, 








i 








K43T, 










I 






R57K, 








I 










DbUb, 








i 










K70E, 








j 










L89V 
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Detailed Protease Phenotype Query 



Mutations L76V 
Drugs APV 
Assay ANY 
WithNoOtherMajorMuts No 



References 

Isolates 

Results 



12 
40 
40 



APV 



blue: seqs with no *major tnuts 



— | — -i — i— i-i-rnr 

<b.i ' 



10., ' 100 ->iooo 



fold resistance 
( n= 39 : Ql= 4.4, 11= 13.0, Q3= 24.8.) 



Drug susceptibility results of sequences matching input query are shown in the table below. Literature 
references are indicated, as well as the isolate name and type and a list of major, minor and other mutations. 
The fold resistance to the indicated antiretroviral drug is indicated in the last column of the table. Data is also 
summarized above in graphical format. Blue bars indicate the range of resistance of those sequences with no 
*major drug resistance mutations (mutations at position 8,24,30,32,46,47,48,50,53,54,73,82,84,88,90) and red 
bars indicate the fold resistance of sequences matching the input query. The total number of sequences(n), the 
median fold resistance(m), as well as the first(Q1) and third quartile(Q3) are indicated. 
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(~ Author 

j (yr) 


Type 


Isolates 


Major 


Minor 


Other 


Method 


Drug 


Fold | 

i 


iColonno 

;(2000) 

I 


Clinical 


RC-347.9 


M46I, L90M 


L10I, L63P, A71V, 
I93L 


E35D, 
I62V, 
I72X, 
L76V 


Virologic 


APV' 


20.0 1 


; Parkin 
'(2000) 


Clinical 

I 1 


SD-15J 


M46I 


L10V, L63P, V77I, 
I93L 


I62V, 
I64V, 
L76V 


Virologic 


APV 


4.4 


• 

I • 
1 

1 




SD-6_5 


M46I, L90M 

• 


L10I, L63P, A71V, 
I93L 

. 


E35D, 

N37D, 

I62V, 

I72E, 

L76V 


Virologic 


APV 


9.1 


IBrun 
'(2001) 


Clinical 


SB-PtC-w48 


M46I, I54V, N88G, 
L90M 


L10I, L33F, L63P, 
A71L, V77I, I93L 


113V, 

G16A, 

Q18H, 


Virologic 


APV 


2.9 
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1sB-PtC-w71 



M46I, I54V, V82A, 
IN88G, L90M 



L10I, L63P, A71L, 
V77I, I93L 



J_ 



IN37D, 
IQ61H, 
II72T, 
|L76V 

'113V, 

G16A, 

Q18H, 

iN37D, 

Q61H, 

I62V, 

I72T, 

L76V 



Virologic 



APV 6.6 



• GonzaleslClinical CA17011 M46I.V82A 
(2001) 

I ! 



IL10IV, L63P, A71V, 
193L 



N37D, 

K43R, 

R57K, 

162V, 

L76V 



Virologic 



APV 



4.3 



Margot I Clinical 
( 2002 ) 



MM- 

2235367691 



D30Y, V32L 



L10I, L33G, L63P, 
A71V, I93L 



;mm- 

12372367681 



M46L 



Gonzales Clinical CA17483 M46I, I54V, V82A 
(2003) , 



L10F, L63A, A71V, 
IV77I 

L10F,"L63P, A71V," 
V77I, I93L 



'Mo (Clinical 
;(20Q3) j 



MH-A6 



M46I, I84V 



L10I, L63P, A71V 



E21DE, 

D29E, 

T31L, 

E34R, 

E35D, 

R57K, 

L76V, 

I85VI 

I62V, 

K70E, 

L76V 

N37D, 
D60E, 
I62V, 
L76V 



Virco 



;Virco 



Virologic 



L76V 



Virologic 



APV 



3.9 



apv;4.T , 



APV i6.4 



APV 



20.9 



MH-A8 



M46I, G73S, I84A 



i 



L10V, K20I, M36I, 
A71V 



L76V 



Virologic 



MH-C6 



M46I, I84C 



L10I, L63P 



G16A, 
L76V 



Virologic 



APV 



252.2 



APV 



64.1 



MH-V2 



M46I, I84V 



L10I 



L76V 



Virologic 



APV 



24.8 



MH-V6 



M46I, I84V 



L10V, K20I, M36I, 
L63P, A71V 



L76V 



Virologic 



APV 



12.5 



MH-V9 



M46IM, I54V, I84V 



L10I, L33F, L63P, 
A71T 



L76V 



Virologic 



APV 



13.2 



ML Pat41 



iMonno Clinical 
,( 2003 ) 

i 
i 



Mueller (Clinical MLpat1_c V32I, M46I, F53L, 
| I54M, G73S, L90M 



L10I, I93L L19I, 
R41K, 
I62V, 
I64V, 
[L76V 

'L10I, M36L, L63P, "l13V, 
iA71V, V77I K14R, 
L19I, 
E35D, 
IN37Q, 



Virco 



Virologic 



APV 



1.0 



APV I27.0 



• ; !' ! 

i i i 


R57K, 
L76V, 
L89V 








i 


IMLpat2 a IM46I, I54V, V82A, 
L90M 

j 

» 


IL10I, K20R, M36I, 
IL63P, A71V, 
,T74KR, I93M 

t 


115V, 
R41K, 
K55R, 
R57K, 


Virologic 


APV 


21.0 



Detailed Protease Phenotype Query 



Page 1 of 4 



rTJ STAMFORD UNIVERSITY 

HI HIV DRUG RESISTANCE DATABASE 
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HOME GENOTYPE-RX GENOTYPE-PHEN0 GENOTYPE-CLINICAL HWdh PROGRAM 

Detailed Protease Phenotype Query 



Mutations V82F 
Drugs APV 
Assay ANY 
WithNoOtherMajorMuts No 



References 

Isolates 

Results 



16 
32 
32 



APV 



blue: seqs with no *major routs 



-j »—i~i-|-r» ii j - — «T^«J | i—i~i-r i i ii | ~ — i— i— n i i ii | - 

<0.1 . "' .4 10 .100 >1000 

fold resistance 
( n= 32: Ql= ; 4^ tl- 8/- Q3= 17.5 ) ■ ' 



Drug susceptibility results of sequences matching input query are shown in the table below. Literature 
references are indicated, as well as the isolate name and type and a list of major, minor and other mutations. 
The fold resistance to the indicated antiretroviral drug is indicated in the last column of the table. Data is also 
summarized above in graphical format. Blue bars indicate the range of resistance of those sequences with no 
*major drug resistance mutations (mutations at position 8,24,30,32,46,47,48,50,53,54,73,82,84,88,90) and red 
bars indicate the fold resistance of sequences matching the input query. The total number of sequences(n), the 
median fold resistance(m), as well as the first(Q1) and third quartile(Q3) are indicated. 



Page 1 from Result 1 to Result 32 from Total 32 Phenotype results 



Author (yr) Type Isolates 




Minor 



Other 



Method Drug Fold 



ICondra 
,( 1996 ) 



1 54V, V82F 



" -ptKW18 " 124I, M46I, 
V82F 



L10I, K20R, L33I, 
M36I, L63P, I93L 



Q18E, 
E35D, 
N37S, 
L89M 



Condra-96 



APV 



1.0 



IL10I, K20R, L33I, Q18E, Condra-96 APV |4.0 ' 
•M36I, L63P, I93L IE35D, 



I93L 



N37S, 
.L89M 

N37S, Condra-96 APV ,1.0 
I64V, 
E65I 




ptKW60 
ptPW12 



M46I, I54V, 
V82F, L90M 

V82F 



-1- 



L10I, L63P, V77I, 
I93L 

L10I 



Q58E, 
I64V 

T12S, 

113V, 

I64V 



Condra-96 



Condra-96 



-4 
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ptPW48 


M46I, V82F, 
lo4V 


L10I, L33I, M36I 


T12S, 
HoV, 
I64V, 
L89M 


Condra-96 


APV 


>8.0 




u 




ptUW52 


I54V, V82F, 
L90M 


L10I, M36V, 
L63P, A71T, 
I93L 


K14R, 
E35D, 
N37D, 
I64V 


Condra-96 


APV 


8.0 


iMolla (1996) 


Lab 


NL43-V82F 


V82F 






Molla-96 


APV 


1.0 

27X] 


|Gong (2000)" 1 


Lab 


YG-RF1-IDV 


V32I, M46I, 
V82F, 184 V 




Gong-00 

! . ... ... 


APV 


r- 




L - - 


YG-RF2- 
RTV 


M46I, V82F, 
184V, L90M 


; 

i .. - 


Gong-00 


APV 


%.o ! 

i 


Parkin 
(2000) 

i 
t 
t 

i 


Clinical 


SD-16_4 


V82F 


L10I, L63T, V77I 


V11I, 
113V, 
G16E ? 

COvJU, 

N37S, 

I64V, 

C67Y 




APV 


3.4 ; 


'Gonzales 
(2001) 

i 


Clinical 


A A A O A O 

CA1 1218 


ti A A CM \ /OOP 

M46I, V82F, 
L90M 


K20I, M36I, 
L63P, A71V, 

IC70L 


Q61E, 
I62V, 

I79M 
1 f ZIVI 


Virologic 


a n\ / 

APV 


A A A 

1 1.0 


i 
i 




CA35544 


154V, G73C, 
V82F, L90M 


L10I, K20I, M36I, 
L63C, T74S 


115V, 

E35D, 

R57K, 

Q61N, 

I62VI 


Virologic 


APV 


7.7 


Kempf 
(2001) 


Clinical 


DK-125 


M46I, 154V, 
V82F, L90M 


L10I, L63PL, 
V77I, I93L 


Q58E, 

D60ED, 

I62VI, 

I64V, 

I72MI 


Virologic 


APV 


17.0 


'Beerenwinkel 
(2002) 

• 


Clinical 


1312-EDE 


R8L, 154V, V82F, 
L90M 


IT6rK2bl7L63Q, 
A71V, T74S, 
I93L 


P9T, 

115V, 

R41K, 

I62X, 

I64V, 

Q92K 


GermanNRC 


APV 

\ 


7.0 


i 

I 
i 

i 




1798-RUH 


154V, V82F, I84X, 
N88T, L90M 




L10I, K20R, 
M36I, L63P, 
A71T, I93L 


115V, 

L19I, 

E35D, 

I62M, 

I72V, 

I85X, 

R87T, 

Q92X, 

C95S, 

T96P, 

N98S 


GermanNRC 


APV 


143.0 


i 

• 

: 




2916-EDE 

L. _ 


154V, V82F, 
L90M 


L10I, K20I, L63Q, 
A71V, T74S, 
V77I, I93L 


115V, 

E21K, 

D25N, 

R41K, 

I64V, 

G78R, 

I85V, 

Q92K 


GermanNRC 


APV 


18.0 


Margot iCIinical iMM- 
(2002) ; , 2424366771 


M46I, I54A, 
V82F 


L10I, L63P, 
A71V, V77I 


E35D, 
N37T, 


Virco 


APV 


6.1 
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\M HIV DRUG RESISTANCE DATABASE 

A curated public database designed ta represent, store, and analyze the divergent forms of data underlying lUVdmg resistance. 



6-3QEV3E GENOTYPE-RX GENOTYPE-PHENO GEfWTYPE-CLENICAL HiVdb PROGRAM 

Detailed Protease Phenotype Query 



Mutations C95F 
Drugs APV 
Assay ANY 
WithNoOtherMajorMuts No 



References 

Isolates 

Results 



10 
17 
17 



APV 



blue: seqs with no *major muts 



<0.1 " 1 10 100 >1000 

fold resistance 
( n= 17: Qi= 3, 11= 5.9, Q3= 16 ) 



Drug susceptibility results of sequences matching input query are shown in the table below. Literature 
references are indicated, as well as the isolate name and type and a list of major, minor and other mutations. 
The fold resistance to the indicated antiretroviral drug is indicated in the last column of the table. Data is also 
summarized above in graphical format. Blue bars indicate the range of resistance of those sequences with no 
*major drug resistance mutations (mutations at position 8,24,30,32,46,47,48,50,53,54,73,82,84,88,90) and red 
bars indicate the fold resistance of sequences matching the input query. The total number of sequences(n), the 
median fold resistance(m), as well as the first(Q1) and third quartile(Q3) are indicated. 
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Other ! 



j Author (yr) 


Type 


Isolates 


Major 


Minor 


{Yoshimura 
(1999) 


Clinical 


Yoshi-3 

• 


I54V, V82T, L90M 


L10I, L63P, A71V, 
I93L 


Colonno 
(2PQQ) 


... — _ 
Clinical 

■ 


RC-1083.7 


M46L, L90M 


L63P, I93L 


Falloon 

(2.QQQ) 


Clinical 


JF08-12W 


I54V, V82T,' L90M 


L10VLJ63P,"A71V. 
I93L 


Parkin 
i (2000) 

1 


Clinical 


SD-20_24 


M46L, L90M 


L63P, I93L 



Method ^Drug^ Fold 



E35D, PBMC 
N37E, 
K45R, 
C95F 



Q18Z, Virologic 
L19Z, 
Q92Z, 
C95F 

M5V, 
E35D, 
N37E, 
K45R, 
C95F 



Q18H, 
L19I, 



Mitsuya- 
PBMC 



Virologic 



APV 



APV 



APV 



5.0 



13.0 



3.2 
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I 




Q92R, j 


! ] 


i 












C95F j 


i 




I 


Beerenwinkel 


Clinical 


166-BEC 


L24X, M46L, 154V, : 


L10I, M36I, L63P, ;K14X, jGermanNRC APV ; 


19.0 ! 


(2002) 






V82A, L90M 


A71V, I93L 


L19X, ' 




< 










L23X, , 














:K55R, . 




; 
1 








'Q58E, : 


\ \ 


1 












I62V, 


















I72V, 


















C95F 












1935-CR 


M46I, L90M 


L10I, K20X, A71X, 


Q18H, 


GermanNRC 


APV 


11.0 










T74S, V77I, I93L 


I64V, 


















I72V, 


















1 85V, 


















C95F 








Margot 


Clinical 


MM- 


M46I, V82T, L90M 


L10I, K20R, L63P, 


N37P, 


Virco 


APV 


1.7 


(2002) 




2544367961 




A71T, V77I, I93L 


R41K, 
















K55R, 


















Q61E, 


















I62V, 


















I64L, 


















I72T, 








! 

! 










C95F 












. 

MM- 


- - 

M46I, 154V, V82T, 


L10I, L63P, A71~V,~ 


R41K, 


Virco jAPV 


2.8 j 


1 




040O0OOl41 


lQA\f 1 QHft/l 

lo4V, LyUM 


I93L 


I62V, 
















Q92R, 


• 


i 










C95F 








1 Mpnno 


iCIinical 'ML Pat80 


H/Mfil \CA\I V/QOT 

M40I, 104V, VoZ 1 , 


L10F, L63P, V77I, 


K43TK, 


Virco 

■ 


APV 


2.4 ; 


;(2003) 


i 


1 QnM 

Uv7UIVI 


I93L 


I64V, 


! i 


L 






— , : — 




C95F 






i 


r 




ML_Pat93 


154V, L90M 


I 10V M36MI 


T12P, 


Virco 


APV 


2.1 


| 








L63P, A71V, 


N37S, 
















V77VI, I93L 


R57K, 


















C95F 








: 




ML_Pat95 




G48V, I54T, V82A, 


L10I, K20R, M36I, 


113V, 


Virco 


APV 


10.3 








L90M 


L63P, A71V, T74S, 


E34K, 
















I93M 


R41K, 








! 










K55KR, 








t 










I62V, 


















I64M, 








! 










H69R, 


















C95F 








Colonno 


Clinical 


RC-009-007- 


L24F, M46I, F53L, 


L10X, L63P, V77I, 


113V, 


Virologic 


APV 


4.3 


(2004) 




06421 


G73T, 184V, L90M 


I93L 


K14R, 
















115V, 


















G16A, 


4 
















L23I, 




i 














E35D, 






» 


1 






N37X, 










■ 




,I62V, 






! 








I64V, 




• • 


I 








,I72X, 






1 
i 








C95F | 


I 


Mo_(2005) 


(Clinical 


8359_d1091 


\/ooi KflAG\ lvl"7A 

Vo2l, M4dI, I47A, 


.L10I, L63P, V77I, 


I62V, 


Virologic 


APV 


29.0 








I93L 


Q92K, 






t 


| 1 






C95F 










|9182_d1 


M46I, 154V, 


L10I, M36MI, 


T12TK, 


Virologic 


APV 


5.9 






G73GC, V82A, 


L63P, T74S, I93L 


E35D, 














L90M 


i 
i 


N37D, 


















I62V, 








l 










I64IV, 








i 








1 


C95F 









